Á min = À0.14 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
X1 is the midpoint of the alkynyl bond. 
D-HÁ
Data collection: P3/PC Software (Siemens, 1991 ); cell refinement: P3/PC Software; data reduction: XDISK in SHELXTL-Plus (Sheldrick, 2008); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: XP in SHELXTL-Plus; software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2003) .
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: BT2731).
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Comment
Initiated by our early work on gold-catalyzed additions of nucleophiles to allenes (Hashmi et al., 2000a; Hashmi et al., 2000b) and alkynes the investigation of the synthetic potential of propargylic carboxamides in gold-catalyzed reactions (Hashmi, 2007) revealed that they can be excellent precursors for the formation of oxazoles (Hashmi, Weyrauch, Frey & Bats, 2004) and alkylidene oxazolines (Hashmi & Rudolph et al., 2006) in highly selective reactions under mild conditions. As one of the substrates with bulky, sterically demanding substiutents which documented the broad scope of the reaction, the title compound was prepared.
The title compound ( Fig. 1 ) crystallizes with one molecule in the asymmetric unit of the space group Iba2. The alkynyl bond was clearly identified by the distance of 1.170 (5) Å between the carbon atoms C1 and C2. As expected, the N1-H1A amide function shows a trans conformation concerning to the carbonyl group C4=O1 indicated by the torsion angle O1-C4-N1-H1A of -176 (2)°. The crystal packing (Fig. 4) is stabilized by a number of intermolecular hydrogen bond contacts (Fig. 2) . A strong intermolecular hydrogen bond works between the amide function N1-H1A as donor and the oxygen O1 of the carbonyl group as acceptor with a H1A···O1 distance of 2.16 Å and an angle N1-H1A···O1 of 161°.
The oxygen O1 of the carbonyl function is also an acceptor in more weak interactions, where the alkynyl moiety C1-H1
and the methylen group C10-H10B of the adamantyl system works as donors. The H1···O1 distance is 2.41 Å and the H10B···O1 distance is 2.57 Å respectively. The center of the alkynyl bond X1 works also as acceptor of weak hydrogen bond interactions, where the methylen group of the propargyl moiety C3-H3A and C3-H3B are the donors. The distances of H3A···X1 and H3B···X1 are both 2.93 Å. X1 is also the acceptor of an weak interaction including the methylen group C6-H6A of the adamantyl moiety with a distance H6A···X1 of 2.81 Å (see Table) . Hashmi & Weyrauch et al., 2004, reported about a polymorphic structure (further abbreviated as Mol.A) of the title compound crystallized in space group C2/c, which was also crystallized by slow diffusion of petrol ether into a solution of dichloromethane. To get more insight of structural differences the carbon atoms of the adamantyl moieties of both structures were superimposed yielded in an optimal fit with a weighted r.m.s. of 0.0061 Å ( 
Experimental
The title compound was prepared by the reaction of adamantane-1-carboxylic acid chloride with propargyl amine in dichloromethane at 0-20 °C using a 2 mol% of 4-N,N-dimethylaminopyridine as a catalyst in 76% yield as described previously (Hashmi, Weyrauch, Frey & Bats, 2004 U eq (C)] using a riding model with C-H ranging from 0.93 to 0.98 Å. H1A of the amide function was refined free with individual displacement parameters, because of its relevance for the geometry of the hydrogen bond interaction.
Figures Fig. 1 . Perspective view of the title compound with atom numbering. Displacement ellipsoids are at the 50% probability level. 
Data collection
Nicolet P3 diffractometer R int = 0.084
Radiation source: fine-focus sealed tube θ max = 30.0º
Monochromator: graphite θ min = 2.2º 
